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Abstract

If you have watched A Bug’s Life, you would have seen that insects come in an assortment

of  colours,  shapes,  and  sizes.  They  are  the  perfect  organism  that  could  be  used  to

describe the myriad diversity of all life on earth. These six-legged creatures are one of the

most diverse groups of species, accounting for more than 80% of all documented living

animals Ødegaard 2008. This huge diversity also makes it  extremely time- and labour-

intensive  to  carry  out  large-scale  monitoring  of  insects.  High-throughput  sequencing

technologies and the use of DNA barcodes for species identification have paved the way

for  the  rapid  biomonitoring  of  insects  Hebert  et  al.  2003.  However,  millions  of  insect

species  are  not  well-represented  in  DNA  reference  databases,  making  species-level

identification challenging for molecular research. Projects such as the Darwin Tree of Life

(DToL) aim to cover this gap and generate DNA barcodes for all eukaryotic species found

in the UK Blaxter et al. 2022. At the Wellcome Sanger Institute, the BIOSCAN UK for Flying

Insects project has two main aims;

1. Documenting the diversity of UK flying insects

2. Discovering insect-cobiont interactions

To meet these aims, we will be documenting the diversity of one million malaise-caught

insects  from 100 sites across the UK in  the next  five years.  We will  be using a non-

destructive DNA extraction technique to preserve insect specimen integrity for museum
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collections or educational purposes Korlević et al. 2021. COI barcoding will be carried out

using ONT and/or PacBio long-read technology to identify each insect specimen. To tease

apart insect conbiont interactions, we will carry out mini barcoding using primers targeting

microbes, parasites, vertebrates, invertebrates, and plants Fig. 1. Together, this molecular

dataset consisting of one million specimens collected over space and time in the next five

years will allow us to discover how insects interact with the ecosystem and advance insect

biomonitoring research in the UK.
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Figure 1.  

Aims of the BIOSCAN UK Flying Insects project

1. documenting the diversity of UK flying insects through COI barcoding and

2. discovering insect interactions using mini-barcoding.

 

2 Chua P et al

https://arpha.pensoft.net/zoomed_fig/7833194
https://arpha.pensoft.net/zoomed_fig/7833194
https://arpha.pensoft.net/zoomed_fig/7833194
https://doi.org/10.3897/aca.5.e85529.figure1
https://doi.org/10.3897/aca.5.e85529.figure1
https://doi.org/10.3897/aca.5.e85529.figure1


Conflicts of interest

The authors have declared that there are no conflicts of interest.

References

• Blaxter M, Archibald J, Childers A, Coddington J, Crandall K, Di Palma F, Durbin R,

Edwards S, Graves JM, Hackett K, Hall N, Jarvis E, Johnson R, Karlsson E, Kress WJ,

Kuraku S, Lawniczak MN, Lindblad-Toh K, Lopez J, Moran N, Robinson G, Ryder O,

Shapiro B, Soltis P, Warnow T, Zhang G, Lewin H (2022) Why sequence all eukaryotes?

Proceedings of the National Academy of Sciences 119 (4). https://doi.org/10.1073/pnas.

2115636118

• Hebert PN, Cywinska A, Ball S, deWaard J (2003) Biological identifications through

DNA barcodes. Proceedings of the Royal Society of London. Series B: Biological

Sciences 270 (1512): 313‑321. https://doi.org/10.1098/rspb.2002.2218

• Korlević P, McAlister E, Mayho M, Makunin A, Flicek P, Lawniczak MN (2021) A

minimally morphologically destructive approach for DNA retrieval and whole genome

shotgun sequencing of pinned historic Dipteran vector species. bioRxiv https://doi.org/

10.1101/2021.06.28.450148

• Ødegaard F (2008) How many species of arthropods? Erwin's estimate revised.

Biological Journal of the Linnean Society 71 (4): 583‑597. https://doi.org/10.1111/j.

1095-8312.2000.tb01279.x

Let’s talk about the (lady)birds and the bees: how insects can whisper a ... 3

https://doi.org/10.1073/pnas.2115636118
https://doi.org/10.1073/pnas.2115636118
https://doi.org/10.1098/rspb.2002.2218
https://doi.org/10.1101/2021.06.28.450148
https://doi.org/10.1101/2021.06.28.450148
https://doi.org/10.1111/j.1095-8312.2000.tb01279.x
https://doi.org/10.1111/j.1095-8312.2000.tb01279.x

	Abstract
	Keywords
	Presenting author
	Funding program
	Conflicts of interest
	References

